In the title molecule, C 10 H 11 NO 2 , the benzene ring forms dihedral angles of 33.15 (2) and 6.20 (2) with the mean planes of the amide and propenoxy groups, respectively. The amide -NH 2 group is oriented toward the propenoxy substituent and forms a weak intramolecular N-HÁ Á ÁO hydrogen bond to the propenoxy O atom. The conformation of the propenoxy group at the Csp 2 -Csp 3 and Csp 3 -O bonds is synperiplanar and antiperiplanar, respectively. In the crystal, N-HÁ Á ÁO hydrogen bonds involving the amide groups generate C(4) and R 2 3 (7) motifs that organize the molecules into tapes along the a-axis direction. There are C-HÁ Á Á interactions between the propenoxy -CH 2 group and the aromatic system of neighboring molecules within the tape. The mean planes of the aromatic ring and the propenoxy group belonging to molecules located on opposite sites of the tape form an angle of 83.16 (2) .
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Cg is the centroid of the C1-C6 ring. (Figure 1) , the O1-C7-C1-C6 torsion angle characterizing the twist of the benzene ring relative to the amide group is -30.3 (2)° and the corresponding C8-O2-C2-C3 torsion angle for the propoxy group is 5.9 (2)°. There is an intramolecular N1-H1B···O2 bond within each molecule (Table 1) . When compared to the structurally comparable 2-propoxybenzamide (Al Jasem et al., 2012) , the torsion angle O1-C7-C1-C6 is much larger in the title compound. The amide groups generate C(4) and R 2 3 (7) hydrogen-bond motifs that organize the molecules into tapes along the a axis. The title compound exhibits a C10-H10A···O2 and a C8-H8··· π (Table 1) close contact, absent in 2-propoxybenzamide ( Figure 2 ). The C4-H4···O1 intermolecular interaction in 2propenoxybenzamide links the neighboring tapes of molecules along the a axis with each other (Figure 3 ). However, in 2propoxybenzamide, where also a C-H···O intermolecular interaction is found, the interaction proceeds from the carbon ortho to the propoxy group, while in the present case, it proceeds from the carbon meta to the propenoxy group. As a result of more close intermolecular contacts in 2-propenoxybenzamide as compared to 2-propoxybenzamide, the difference in the packing between the two compounds is large. The main difference is that while in the 2propoxybenzamide molecules are arranged into pairs by close contacts, where the pairs in one layer are not associated through close contacts, in the title compound all neighboring molecules form close contacts to each other. Nevertheless, both compounds exhibit particular molecular tapes, each compound with two different directions of tape propagation. In the title compound, the average plane (0 1 -1) of a tape propagation has an angle of 68.78 (2)° with the corresponding plane (0 1 1) of the neighboring tape propagation. Due to the large dihedral angle between the benzene ring and the amide group in 2-propenoxybenzamide, the average plane (-1 2 2) of the benzene ring and the propenoxy group of a molecule in one stack makes an angle of 83.16 (2)° with the corresponding plane (1 2 2) of a molecule in the opposing motif within one tape.
Experimental
To powdered KOH (1.12 g, 20.0 mmol) in DMSO (18 ml) was added salicylamide (2.74 g, 20.0 mmol), and the resulting mixture was stirred for 10 min. at rt. Thereafter, n-propenyl bromide (4.2 g, mmol, 34.7 mmol) was added dropwise. The solution was stirred for 12 h at rt. Then, it was poured into water (200 ml) and extracted with chloroform (3 x 75 ml). The organic phase was dried over anhydrous MgSO 4 , concentrated in vacuo, and the residue was subjected to column chromatography on silica gel (CHCl 3 /M t BE/hexane v/v/v 1:1:1) to give 2-propenoxybenzamide (2.76 g, 78%) as colorless crystals (m.p. 377 K). The crystal was grown from CHCl 3 / M t BE/hexane (v/v/v 1:1:1).IR (KBr) ν max 3406, 3190, 1631, 1600, 1399, 1243, 996, 921, 757, 643, 627 9, 112.6, 119.4, 121.1, 121.4, 132.0, 132.6, 133.3, 156.9, 167.2. supplementary materials sup-2 Acta Cryst. (2012). E68, o3169-o3170
Refinement
All carbon-bound hydrogen atoms were placed in calculated positions with C-H distances of 0.95 -0.99 Å and refined as riding with U iso (H) =xU eq (C), where x = 1.5 for methyl and x = 1.2 for all other H-atoms.
The N-bound H atom positions were determined from difference electron density map and refined freely. In the absence of significant anomalous scattering effects Friedel pairs have been merged.
Computing details
Data collection: CrysAlis PRO (Agilent, 2012) ; cell refinement: CrysAlis PRO (Agilent, 2012) ; data reduction: CrysAlis PRO (Agilent, 2012) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) within OLEX2 (Dolomanov et al., 2009 ); molecular graphics: PLATON (Spek, 2009 ); Mercury (Macrae et al., 2008) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008), PLATON (Spek, 2009) . The crystal packing diagram showing the C-H···O intermolecular interactions between tapes formed via amide group interactions.
2-(Prop-2-enyloxy)benzamide
Crystal data C 10 H 11 NO 2 M r = 177.20 Orthorhombic, P2 1 2 1 2 1 a = 5.08891 (17) Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0019 (7) 0.0001 (7) C3 0.0226 (9) 0.0230 (8) 0.0259 (9) 0.0029 (8) 0.0040 (7) 0.0037 (7) 0.0270 (10) 0.0315 (9) 0.0283 (9) 0.0002 (9) −0.0022 (9) −0.0070 (8) N1 0.0153 (7) 0.0260 (8) 0.0240 (7) −0.0007 (6) 0.0000 (6) 0.0071 (6) O1 0.0153 (6) 0.0243 (6) 0.0276 (6) −0.0017 (5) 0.0006 (5) 0.0053 (5) O2 0.0195 (6) 0.0210 (6) 0.0246 (6) −0.0045 (5) −0.0015 (5) 0.0033 (5) Geometric parameters (Å, º) Hydrogen-bond geometry (Å, º) Cg is the centroid of the C1-C6 ring.
D-H···A D -H H···A D ···A D -H···A N1-H1A···O1 i 0.90 (2) 2.01 (2) 2.905 (2) 178 (17) 
